Peanut rust (Figs. 1 and 2) and leaf spots are the main foliar fungal diseases of peanut (Arachis hypogaea L). Peanut rust occurs every year in Texas, and sporadically in Alabama (6) and Georgia. Fungicide applications to control peanut leaf spots caused by Cercospora arachidicola Hori and Cercosporidium personatum (Berk & M.A. Curtis) Deighton are also effective against peanut rust. However, untreated, peanut rust could be as devastating as leaf spot diseases (6) causing severe defoliation. To genetically characterize the causal agent of peanut rust, Puccinia arachidis Speg., we prepared SSR-enriched libraries according to the method of Techen et al. (7) adapted for Nextera kit (Epicentre, Madison, WI) using DNA of urediniospores, and performed highthroughput sequencing with Roche 454 as previously described (2) . Surprisingly, after assembling contigs and comparing sequences to databases using BLAST analysis (1), almost half of the contigs had significant similarity (expected values ≤ 1 × 10 ) to the bacterium Pantoea ananatis (Syn. Erwinia uredovora). To confirm the presence of this bacterium, we used urediniospores collected from three locations in Georgia, one from Attapulgus and two from Tifton ( Fig. 3 ). Ten-fold dilutions of P. arachidis urediniospores were made in phosphate-buffer saline (PBS), determined urediniospore number in the suspensions using a haemocytometer, and plated the dilutions onto Luria-Bertani (3) Agar plates. Bacterial colonies growing on plates from the Attapulgus sample had the appearance of a pure culture, with yellow-rounded glossy colonies like Erwinia (Fig. 4) ; these colonies were counted and estimated at 30 cfu per urediniospore. The same type of colonies were observed in the Tifton samples, but at much lower proportion compared to other bacterial species on the Petri dishes. To confirm the identity of the Erwinia-like bacteria growing on Petri dishes, a total of 52 colonies were isolated, including some not similar to Erwinia spp., and a 1300-bp fragment of their 16S ribosomal-RNA genes was PCR amplified. PCR amplicons were cloned into TOPO4 vector (Invitrogen) and sequenced. BLAST analysis confirmed that colonies resembling Erwinia were indeed P. ananatis. P. ananatis has received many scientific names throughout the years, i.e., Pectobacterium ananas (Serrano), then, renamed as Erwinia uredovora (Pon) Dye 1963 was reported as parasitic of uredia in cereal rust. The term "uredo-vora" means "feeds on uredospores," and in 1975 Hevesi and Mashaal described the mechanism of infection of E. uredovora as a parasite of fungi. The potential of E. uredovora as biological control of rust-producing fungal pathogens, by inhibiting urediniospore germination and lysing spores of Puccinia graminis, P. recondita, P. coronata, and Uromyces appendiculatus was summarized by Gowdu and Balasubramanian (5) . Other agricultural -4 benefits of P. ananatis (Syn. E. uredovora) are: as plant-growth-promoting rhizobacterium (PGPR) in pepper and potato; biological control of insect pests; E. uredovora was the source of the β-carotene pathway that was transferred to rice (Golden rice) to synthesize β-carotene (provitamin-A) and improve its nutritional value (4). On the adverse effects, P. ananatis can cause diseases in crops, such as the fruitlet brown rot in pineapple (Ananas comosus L.) and leaf spot disease in maize (Zea mays L.), and is spreading to new hosts (4) . The presence of P. ananatis in peanut rust should be taken in consideration: (i) as it could compromise the viability of urediniospores used for testing resistance of peanut cultivars; (ii) because this bacterium is infecting new plant hosts; and (iii) because of its potential use as biological control of peanut rust. 
